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Abstract 
The incidence of food allergy has increased in recent decades, posing drastic risks to sensitive individuals, leading to mild to severe allergic 
symptoms. There is still no effective immune therapeutic strategy for food allergy that addresses accurate analytical methods to indicate the 
presence of allergens to prevent exposure of sensitive individuals. Currently, the most commonly applied detection method is immunoassay 
developed with food allergen-specific antibodies, especially the conventional formats of monoclonal antibodies (mAbs) and polyclonal antibodies 
(pAbs), which serve as dominant detection reagents for food allergen analysis, although with the disadvantages of being labor-intensive, costly, 
batch differences, and significant cross-reaction, etc. Camelid-derived nanobodies (Nbs) have attracted tremendous attention to explore their 
application in food hazard analysis because of robust characteristics like unique paratopes, high stability and affinity that strongly contribute to 
the beneficial effect. However, extensive analysis is needed to validate the potential use of Nbs as detection reagents and the advantages for 
food allergen surveillance. Previous reports have demonstrated the potential of Nbs for immunoassay development against food allergens, such 
as macadamia allergen Mac i 1, peanut allergens Ara h 1 and Ara h 3, lupin allergen Lup an 1, milk allergen β-lactoglobulin, etc. In this review, we 
comprehensively summarize the structural and biochemical properties of Nbs that benefit the application of Nb-based immunoassay, as well as 
the representative detection strategies, to provide research data for newly developed Nb formats for food allergen analysis, and investigate the 
future establishment of Nb-based surveillance against major food allergens.
Keywords: Food allergy; food allergen; nanobody; immunoassay.

Introduction
Food allergy is a type of hypersensitivity mediated by specific 
immunoglobulin E (IgE) specific to food protein ingredients to 
cause symptoms ranging from mild hives and gastrointestinal 
disturbances to more severe reactions such as anaphylactic 
shock or even life-threatening illness. Food allergy affects 
an estimated 8% of children under age 5 and up to 4% of 
adults, with raised prevalence in the past two decades, and is 
currently classified as a serious public health problem (Alves 
et al., 2016; Aquino and Conte, 2020; Barni et al., 2020). The 
clear classification between food allergy and food intolerance 
is fundamentally defined by sensitized immune reactions to 
food allergy, and intestinal disorders or insufficiency, such 
as lactose malabsorption for food intolerance (Wang et al., 
2011; Yu et al., 2016). Major allergens have been identified 
as proteins mainly from eight types of food including egg, 
milk, tree nuts, etc., with sesame newly identified as the ninth 
major food allergen resource, which covers almost 90% of all 
serious food allergies. Biased food allergy can be observed in 
sensitive individuals from different regions, such as severe re-
action to peanut in North America (Chafen et al., 2010; Weiss 
and Smith, 2023).

The anaphylaxis of sensitized individuals occurs upon 
exposure to certain food allergen proteins and subsequent 

IgE-mediated degranulation of effector cells (e.g. mast cells 
and basophils). Epitopes of food allergens interact with the 
binding domains of IgEs to trigger conformational variation 
to complementarily integrate with the FcεRI receptor on the 
surface of these effector cells, as a result provoking the release 
of histamine and other inflammatory mediators to initiate 
an immediate allergic reaction upon re-exposure to the sen-
sitized food ingredients (Stone et al., 2010; Robison, 2014). 
Therefore, the avoidance of food allergen exposure is con-
sidered the most effective strategy to prevent food allergy oc-
currence. Legislation concerning food ingredient surveillance 
and food allergen labeling has been implemented to indicate 
the presence of certain food allergens for consumers. This 
has been implemented to clearly label the common allergen 
ingredients required by the Food Allergen Labeling and 
Consumer Protection Act in the USA, and the act approved 
by the European Union (EU) requires similar principles with 
more comprehensive disclosure of allergenic food ingredients. 
In addition, voluntary advisory statements like ‘may contain 
peanuts’ allows the food industry to provide consumers with 
information about the unavoidable presence of allergen res-
idues, sometimes at very low levels (Taylor and Hefle, 2006; 
Ford et al., 2010). Unexpected exposure to food allergens can 
result from accidental contamination during food processing 
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or transportation, food adulteration, cross-contamination 
and even fraud, which can dramatically raise the risk of al-
lergic reaction for sensitive individuals and significant eco-
nomic losses for the food industry (Röder et al., 2008; Prado 
et al., 2016; Campuzano et al., 2020). The above-mentioned 
principles address the effective strategy to avoid trace aller-
gens exposure based on sensitive detection methods. Thus, it 
is of great significance to establish sensitive and reliable food 
allergen detection methods, with emphasis on the exploration 
of novel detection reagents or advanced detection methods 
with combinational techniques (Robison and Singh, 2019; 
Hu et al., 2022b).

Various detection methods have been developed for appli-
cation under different circumstances, including polymerase 
chain reaction (PCR), chromatography, and antibody-based 
enzyme-linked immunosorbent assay (ELISA) (Picariello 
et al., 2011; McGrath et al., 2012). PCR-based surveillance 
generally provides precise results, albeit hampered by false 
positives arising from unspecific amplification of irrelevant 
fragments (Sin et al., 2014). Chromatography is often con-
sidered the standard validation, with the drawbacks of being 
time-consuming and labor-intensive and the requirements 
for skilled operators and expensive equipment (Heick et al., 
2011). Antibody-based immunoassay is the most frequently 
employed analytical method against food hazards in complex 
matrices, with the advantages of in situ manipulation and 
cost-effective application. The result output can be real-
ized after conjugating food allergen-specific antibodies with 
various substrates for distinct signal development or chromo-
genic, fluorescence, electrochemical signals, etc. (Su et al., 
2013; Sharma et al., 2016; Wu et al., 2016). Currently, most 
of the immunoassays are generated based on conventional 
monoclonal or polyclonal antibodies and lack lot-to-lot vari-
ation. Furthermore, the preferable targeting of conventional 
antibodies on linear epitopes distributed on surface of food 
allergens potentially raises the possibility of cross-reaction 
with other allergens, which cause significant false detection 
(Niemi et al., 2007; Orcajo et al., 2019). Thus, further study 
is required to explore and identify the detection reagents or 
methods to provide more precise or sensitive detection of 
food allergens.

Camelid-derived single domain antibodies are antibody 
fragments engineered from camelid heavy chain-only anti-
bodies (HCAbs), which are naturally devoid of light chains 
and the first constant domain of the heavy chains (CH1). The 
derived variable domain of HCAbs is termed nanobodies 
(Nbs) because of their small size in the nanometer range  
(2.5 nm×4 nm×3 nm; Jindal et al., 2020; Liu et al., 2021). As 
the smallest antigen-binding unit, Nbs have been character-
ized with a variety of loop structures and lengths in the vari-
able binding domains, with an affinity comparable to that of 
conventional antibodies (Roovers et al., 2007; Muyldermans, 
2013). Nbs have been identified with excellent properties 
including good solubility, high stability, ease of manipulation, 
and binding potential to unique epitopes with high affinity, 
which fundamentally contribute to their application as de-
tection reagents against different food hazards such as myco-
toxins, pesticides, and macromolecules of proteins (Sun et al., 
2021). The excellent characteristics and application of Nbs in 
food safety analysis have been summarized in published lit-
erature to investigate their potential as detection reagents for 
the construction of newly defined methods (Hu et al., 2017; 
Moradi et al., 2020; Hu et al., 2022b). The robustness of Nbs 

has been demonstrated in different studies with the straight-
forward selection of specific Nbs against the target of interest 
from the pre-immunized library through phage display tech-
nology (Muyldermans, 2021). Numerous Nbs have been pre-
pared for the detection of proteins, mycotoxins, pesticides, 
environmental pollutants, etc. (Bever et al., 2016; Chen et al., 
2019). The successful application of Nbs for the diagnostic 
detection of disease-related biomolecules or the analysis of 
food hazards has emphasized their advantages as detection 
reagents to specifically identify the targets with high affinity 
and selectivity, and more importantly, to preferably interact 
with conformational epitopes, thus potentially increasing 
the precision of the detection (Hu et al., 2022b; Wu et al., 
2023). The unique properties or preparation strategies of Nbs 
have evoked their capability as detection reagents for food 
allergen analysis, which has not been addressed in previous 
reports since our group made efforts to investigate the appli-
cation of Nbs in food allergen analysis (Li et al., 2023; Yao 
et al., 2024). The potential application of Nb-based detection 
methods has been validated in serial investigation, as well as 
their unique properties for food allergen detection. In this re-
view, we discuss the structural and biochemical properties of 
Nbs and review the research progress of Nbs in food allergy 
applications, as well as the unique characteristics that con-
tributes to the advanced application of Nb-based detection 
on food allergens.

The Biochemical Properties of Nbs
Antibodies or immunoglobulin G (IgG) are serum glyco-
proteins with four polypeptide chains that typically form a 
Y-shaped structure, which is involved in immune reaction 
when stimulated by external antigens. Several fragments 
can be engineered from this general architecture, such as the 
antigen-binding fragment (Fab) and the single-chain vari-
able fragment (scFv), which contains a biometric region but 
lacks a constant moiety (Figure 1A; Salvador et al., 2019). 
Camelid-derived Nbs originating from HCAbs represent the 
only derived antibody fragment with complete antigen recog-
nition ability (Figure 1B). In general, the structure of Nbs is 
similar to that of the corresponding variable domain (VH) of 
conventional antibodies with four conserved frame regions 
(FR1–FR4) encircled by three highly variable antigen-binding 
loops (complementarity-determining regions, CDR1–CDR3) 
(Wang et al., 2016b; Li et al., 2018). As summarized in Figure 
1C, CDR1 and CDR2 regions of Nbs are partially involved 
in antigen interactions, with CDR3 as the region that dom-
inantly contributes to antigen recognition and binding. The 
longer CDR3 facilitates the formation of convex finger-like 
paratopes to identify hidden epitopes, which are conducive 
to epitope binding to the grooves or cracks on the surface of 
the antigen, such as the catalytic sites of enzymes located in 
the grooves. This produces the regulatory effect of Nbs on 
catalytic activity, which illuminated the advantages of Nbs on 
enhanced binding specificity by targeting the unique epitopes 
of antigens (Muyldermans et al., 2009; Steeland et al., 2016; 
Wang et al., 2018). The different epitope preferences of Nbs 
and conventional antibodies have been commonly observed 
in previous studies to indicate binding to conformational or 
unique sites of Nbs rather than the linear or surface epitopes 
of conventional antibodies in most cases (De Genst et al., 
2006; Uchanski et al., 2020). The cross-reaction of conven-
tional antibodies significantly aroused from the commonly 
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observed similar linear or surface located epitopes of dif-
ferent food allergens. Whereas, Nbs have the potential to 
target either conformational or unique epitopes distributed 
in concave conformation of food allergens that the conven-
tional antibody cannot reach, which potentially contributes 
to specific interaction with target food allergens rather than 
the allergens classified into the same families or with similar 
epitopes, or refer to the avoidance of cross-reaction that com-
monly occurs with conventional antibody-based detection 
(Vu et al., 1997; Salvador et al., 2019). The disulfide bond be-
tween the CDR1 and CDR3 regions of Nbs may have maxi-
mized the topology of the binding surface and facilitated the 
orientation of antigens by CDR3 to increase the stability of 
the structure (Siontorou, 2013; Mitchell and Colwell, 2018). 
The robust properties of Nbs were verified to possess ap-
proximately 100% binding activity after long-term storage 
at 4 °C, or even 37 °C, whereas the recommended stock 
condition is under –20 °C or –80 °C to maintain complete 
binding capability. Robustness has been classified under ex-
treme conditions like high temperatures, extreme pH, and 
even chemical denaturants, presumably because of the com-
pletely reversible characteristics of Nbs under these condi-
tions (Arbabi Ghahroudi et al., 1997; Dumoulin et al., 2002). 
The four highly conserved hydrophobic residues (V42, G49, 
L50, and W52) in the VH are replaced by smaller and/or 
hydrophilic residues in the Variable domain of heavy chain of 
HCAb (VHH), mostly Phe42, Glu49, Arg50, and Gly52, re-
spectively, which potentially contribute to the improved solu-
bility and the decreased probability of aggregation of VHH 
(Govaert et al., 2012; Wang et al., 2016b; Hu et al., 2017). 
The small size and solubility of the Nbs may also guarantee 

antigen affinity, with kinetic binding constants from picomole 
to nanomole (Muyldermans, 2013; Sockolosky et al., 2016; 
Debie et al., 2020). Moreover, Nbs can be easily formatted 
or diversified by genetic engineering to fuse newly introduced 
moieties to produce homologous or heterologous formats 
such as multi-specific and multi-valent Nbs to improve af-
finity, or conjugates with fluorescent proteins such as green 
fluorescent proteins to achieve multi-signal output (Robert 
et al., 1999; Fridy et al., 2014). In addition, the conserved se-
quence constitution of VHH has produced the semi-design 
or synthetic preparation to ensure batch selection and appli-
cation, and the low immunogenicity supported by data from 
the Belgian Phase I trial of Ablynx NV (Vincke et al., 2009; 
Kijanka et al., 2013). Crucially, Nbs can be easily obtained, 
usually after a brief protein immunization of camelid animals 
to raise a strong immune response to ensure the straightfor-
ward acquirement of the complete repertoires of Nbs from 
peripheral blood mononuclear cells after sequential panning 
and screening processes (Pardon et al., 2014; Romao et al., 
2016). The periplasmic expression of Nbs can be achieved 
by using prokaryotic expression systems (such as Escherichia 
coli). The oxidative environment and folding chaperones 
within the periplasm contribute to the correct folding of the 
VHH domain and the formation of disulfide bonds. The ex-
traction of periplasmic proteins by osmotic shock can typ-
ically yield enough Nbs for research. Moreover, expression 
of Nbs in eukaryotic expression platforms such as yeast or 
mammalian cells can be accomplished to ensure clinical ap-
plication if necessary (Liu and Huang, 2018). Moreover, the 
injection of multiple antigens can facilitate the simultaneous 
screening of specific Nbs against various antigens to ensure 

Figure 1. Schematic representation of antibody fragments and the unique structure of Nbs. (A) Conventional antibodies comprising two light chains 
(L) and two heavy chains (H) to form the typical Y-shape structure, with the derived antibody fragments including Fab and scFv; (B) HCAbs identified 
in camelid animals are naturally devoid of light chains and the first constant domain (CH1) with the derived antigen binding domain coined Nbs with 
molecular mass approximately 15 kDa; and (C) The similar molecular structure between VH and VHH domains is summarized to include the framework 
regions (FR1–4) and the complementarity determining regions (CDR1–3), with the distinctive longer CDR1 and CDR3, and hydrophilic amino acids (F42 
or Y42, E49, R50, and G52) distribution for VHH. The disulfide bond between CDR1 and CDR3 could be observed generally for Nbs.
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cost-effective production, which allows the application of 
extensive research studies to fulfill requirements such as low 
cost, batch preparation, and customization (Liu et al., 2018).

Beneficial Properties of Nbs for Food Allergen 
Surveillance
Food allergen exposure can occur anywhere in the food 
chain from manufacturing to transportation with unex-
pected contamination or intentional supplementation (Figure 
2A). The establishment of Nb-based immunoassay has been 
proposed for food allergen analysis with certain properties 
potentially benefitting the application, and it is expected to 
enable comprehensive detection against most of the major 
allergens to serve as alternative detection strategies in add-
ition to the mAb-based immunoassays currently employed 
(Figure 2B). Compared with those of the most commonly 
employed conventional antibodies, certain unique proper-
ties of Nbs could facilitate the preferred utilization as mod-
ules for detection method establishment. The preparation of 
food allergen-specific Nbs was realized after the immuniza-
tion process to allow the in vivo maturation of target specific 
binders, which facilitates the straightforward selection and 
recombinant expression of Nbs by following well-established 
procedures (Khodabakhsh et al., 2018). In contrast, mAbs 
are large multimeric proteins that typically require a post-
translational maturation process like glycosylation to form 
complete capability of antigen identification, which requires 
expression in a eukaryotic expression platform, potentially 
raising manufacturing costs (Kijanka et al., 2015; Salvador 
et al., 2019). The straightforward preparation of Nbs allows 
immunization with complex food allergens to facilitate the 
simultaneous selection of specific Nbs against various aller-
gens to significantly accelerate the research progress. More 
importantly, the utilization of crude extract protein for un-
biased immunization and the selection of allergen-specific 

Nbs could greatly prevent the restriction of the purification 
of certain food allergens (He et al., 2014; Hu et al., 2021a).

As illustrated in Figure 2C, a distinctive feature of Nbs re-
lies on the generally longer CDR3 in comparison with that 
of conventional mAbs, which facilitates the formation of 
flexible paratopes to potentially target unique epitopes, such 
as the concave catalytic sites in enzymes or the conform-
ational epitopes on food allergens. This could dramatically 
benefit the detection of certain allergen proteins in the food 
matrix by avoiding the cross-reaction of current detection 
methods. Moreover, the longer CDR3 region of Nbs can en-
sure interaction with a wide range of epitopes in nanomolar 
or even picomolar ranges of affinity. This means that the af-
finity of Nbs is equal to or better than that of conventional 
antibodies, potentially contributing to a higher sensitivity 
for detection (Salvador et al., 2019). Meanwhile, targeting 
unique epitopes allows the identification of trace allergens in 
foods by interacting with conserved or preserved fragments 
even after food processing under certain conditions. Thus, it 
is expected to enhance the precision and sensitivity of food 
allergen analysis by using Nbs as the modules for detection 
(Aline Desmyter et al., 1996; Muyldermans et al., 2009). 
However, the preferable binding to conformational epitopes 
of Nbs could result in the limitation that specific Nbs can no 
longer identify target allergens upon food processing-induced 
structural variation. For analysis of a food sample with or-
ganic reagents such as n-hexane, the organic reagent residue 
may affect the subsequent immunoassays, and antibodies 
with high tolerance to organic solvents or pH are preferred 
(Wang et al., 2022; Hu et al., 2022b; Wu et al., 2023). Thus, 
the robustness of Nbs under the abovem-mentioned harsh 
conditions is preferred and should benefit the development of 
detection methods for the following analysis in real samples. 
The evolution of hydrophilic amino acids within FR2 con-
tributes to the high aqueous solubility of Nbs (Maass et al., 
2007), and Nbs have good stability to maintain their complete 

Figure 2. The beneficial characteristics of Nbs for food allergen surveillance. (A) Almost 90% of all serious food allergies are related to proteins 
(allergens) in nine foods including egg, milk, peanut, and tree nuts. The incidence of food allergen exposure occures during the complete food chain 
from manufacturing to transportation with unexpected contamination or intentional supplementation; (B) The comprehensive analysis of food allergen 
in the complete food chain is proposed with Nb-based immunoassay, and certain properties of Nbs potentially benefit food allergen surveillance with 
Nb-based immunoassays; and (C) The unique characteristics facilitate Nbs as the perfect candidates for research and application in the field of food 
allergen surveillance.
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antigen binding ability after long-term storage under recom-
mended conditions. When exposed to chemical denaturants 
(2–3 mol/L guanidine chloride, 6–8 mol/L urea), proteases 
and non-physiological pH (pH range 3.0–9.0), or organic 
solvents such as methanol and acetonitrile, Nbs can maintain 
antigen binding capacity, which emphasizes the application 
of Nbs or Nb-based detection strategies in general or hos-
tile conditions (Dumoulin et al., 2002; De Vos et al., 2013), 
whereas mAbs are widely accepted to maintain binding cap-
acity in the aqueous phase or more hospitable surroundings 
(He et al., 2014; Liu et al., 2017).

Furthermore, the strict modularity and monomeric charac-
teristics allow easy manipulation to label Nbs with proposed 
conjugates through either in vivo fused expression or in vitro 
decoration to form multi-valent or multi-specific Nbs for im-
proved affinity or applicability, although appropriate labelling 
strategies need to be utilized to guarantee the binding capacity 
of Nbs after conjugation. Significantly, in vivo decoration or 
fusion of Nbs with signal-developing modules can ensure the 
consistency of detection methods to avoid batch-to-batch dif-
ferences resulting from the variation of antibody conjugation, 
which are often identified as the bottleneck drawbacks of the 
current mAb-based immunoassay (Cortez-Retamozo et al., 
2004; Behdani et al., 2013; Huet et al., 2014). Alternatively, 
the conjugation of Nbs with signal molecules can also be 
achieved by an in vitro method through chemical reaction 
with lateral amino acid residues like lysine, although the 
randomly distributed amino acids could potentially result in 
the shield of binding ability if conjugation occurred in the 
loops responsible for antigen targeting (Pleiner et al., 2015). 
Exogenous cysteine can be introduced into the C-terminus of 
Nbs through genetic manipulation to artificially control the 
conjugation without significant interference on the binding 
capability of Nbs (Brooks et al., 2002; Massa et al., 2014). 
Site-specific chemical enzyme protein functionalization is a 

suitable coupling strategy in which a specific active peptide 
tag, such as Sortase A or transglutaminase, is introduced at 
the C-terminus of Nb and the compound of interest can be 
attached to the activated peptide tag through a biorthogonal 
reaction (Stephanopoulos and Francis, 2011; Rashidian et al., 
2016). In conclusion, various strategies can be applied for the 
coupling of Nbs with ligands of interest for signal develop-
ment, which could significantly benefit the construction and 
application of Nb-based detection by following the purpose 
of research and industrial applications.

Selection Strategies for Specific Nbs Against 
Food Allergens
Obtaining a library containing the required genetic informa-
tion is essential for the preparation of Nbs with high specifi-
city and affinity against food allergens, which can be generated 
from immune, naïve or synthetic libraries (Liu et al., 2018). 
Immune libraries are the most recommended and commonly 
used option, and can be more convenient to screen efficient 
binders against targets of interest. The general steps for im-
munization and selection of specific Nbs are extensively il-
lustrated in Figure 3. First, a variety of preliminarily purified 
or single allergen proteins are usually used for immunization 
after subcutaneous injection into alpacas, camels, etc. during 
a period of 5–7 immunizations, to ensure that the titers of B 
cells produce antigen-specific HCAbs in the blood (Pardon 
et al., 2014). After immunization, 50–100 mL of blood was 
collected for peripheral blood lymphocytes isolation and 
mRNA extraction. Because the entire antigen-binding frag-
ment of HCAb consists of a VHH domain encoded by a gene 
fragment of only approximately 400 bp, it is easily ampli-
fied by PCR in a single amplicon. Therefore, the VHH gene 
region was amplified by two-step nested PCR using cDNA 
as template. In the first PCR, primers were used to amplify 

Figure 3. Schematic illustration of the strategies for food allergen immunization and Nb selection. Injection of mixed food allergens into young 
alpaca is to raise immune response for enrichment of allergen-specific B cells. After immunization, blood was collected for isolation of peripheral 
blood lymphocytes and ertraction of mRNA. VHH fragments will be amplified from the template originating from HACbs to allow insertion into a 
bacteriophage and sequential transformation into Escherichia coli to construct a library. The panning rounds were performed using phage display 
technology to retrieve specific Nbs for screening of positive clones. Specific Nbs were expressed in bacterial periplasm and purified through 
immobilized metal affinity chromatography and gel filtration.
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the conserved region within the CH2 exon from all IgGs, re-
sulting in an IgG1 heavy chain with a sequence of ~900 bp 
and a sequence of ~700 bp corresponding to IgG2 and IgG3 
heavy chains. In the second step PCR, the VHH fragments are 
amplified from the template originating from HACbs in the 
first PCR to allow insertion into a bacteriophage, followed by 
sequential transformation into E. coli to construct a library 
(He et al., 2017). Subsequently, the panning rounds were per-
formed using phage display technology to retrieve specific 
Nbs displayed in phages and serve as the reservoir for the 
screening of positive clones that could potentially bind to the 
antigen of interest (Su et al., 2022). Once positive clones have 
been screened, a microbial expression system is used to obtain 
specific Nbs with high yields (Arbabi-Ghahroudi et al., 2005). 
For bacterial expression, a secretion signal is preferred to 
allow the expression of Nbs in periplasm for conformational 
maturation in the oxidative environment. Therefore, purifica-
tion to specifically obtain the Nbs from the less periplasmic 
protein complex through immobilized metal affinity chroma-
tography and gel filtration is straightforward. The main ad-
vantage of this type of library is that the specificity of the 
expected Nbs is determined by the antigenicity of the antigen, 
making it easier to retrieve Nbs with high affinity and speci-
ficity.

Alternatively, synthetic or naïve library can also be utilized 
to retrieve food allergen-specific Nbs under certain circum-
stance. For the application of the synthetic library, it is re-
commended to exhaustively analyze the binding repertoires 
of allergen-specific Nbs through machine learning to form the 
basic theoretical preference of amino acid distribution, which 
could provide guidelines for the design of an amino acid se-
quence in the synthetic library to potentially increase the pos-
sibility of acquiring specific binders (Muyldermans, 2021; 
Contreras et al., 2023). However, the naïve library is not re-
commended to retrieve food allergen-specific Nbs because 
no advantages could be summarized by comparison with 
the defined immune library. The separation and purification 
process of food allergens is complex, often involving several 
chromatography runs and limited resolution, or a lack of bio-
chemical background of the allergens (Bland and Lax, 2000). 
Therefore, it is recommended to adopt alternative strategies 
for the construction of the Nb library and the selection of 
specific binders, and the selection of Nbs for food allergens 
is generally divided into two types—one is the unbiased im-
munization strategy of crude allergen protein extract, another 
is the precision immunization strategy of single protein. The 
challenge of the unbiased immunization strategy lies in the 
identification of the antigens. The simplest way to do this is 
to use Nbs to capture the antigen for Nb:antigen complexes 
by His-tag of the Nbs on Ni2+-NTA magnetic beads or other 
alternatives, then sodium dodecyl sulfate–polyacrylamide gel 
electrophophoresis (SDS-PAGE) and trypsinization of the 
captured proteins for finally identification by liquid chro-
matography–tanden mass spectrometry (LC-MS/MS). Hu 
and collegues reported the establishment of an immunoassay 
for macadamia nut allergen Vicilin-like Protein using an un-
biased immunization strategy, which has also been success-
fully applied in peanuts and lupins (Hu et al., 2021a, 2021b, 
2023b). This unbiased immunization and selection strategy 
is expected to facilitate the identification of potential aller-
gens from general protein extracts, which can be used as 
biomarkers for the surveillance of allergen contamination in 
foods. The precision immunization strategy against a single 

protein is a more straightforward method for the preparation 
of specific Nbs. Hu et al. (2022a) prepared and applied spe-
cific Nbs against bovine milk allergens β-lactoglobulin.

Nb-Based Immunoassays for Food Allergen 
Surveillance
Food allergy is an abnormal immune reaction that occurs in 
a reproducible manner after ingestion/exposure to a certain 
food component. Currently, the reported detection methods 
of food allergens are mainly based on gene-level and protein-
level determination (Ivens et al., 2016; Tsakali et al., 2019). 
Gene level-based determination methods are mainly PCR and 
real-time fluorescence quantitative PCR, etc., which cannot 
directly reflect the presence or absence of allergen protein 
and do not seem to work with food allergens that contain 
a lot of proteins or a low level of DNA, and the results may 
be questionable upon processing (Campuzano et al., 2020; 
Eischeid et al., 2021). Detection methods against allergen 
proteins are mainly chromatography and immunoassay 
(Flicker et al., 2020). The most applicable detection is real-
ized with antibody-based immunoassays for in situ applica-
tion, especially mAb-based detection methods (Sena-Torralba 
et al., 2020). Various detection methods based on traditional 
antibodies have been developed for food allergen analysis, 
although with drawbacks including the significant cross-
reaction on different food allergen proteins, intensive labor 
and cost, and batch difference during production or manipu-
lation (Figure 4A).

Generally, almost 90% of all serious food allergies are re-
lated to proteins (allergens) in nine types of food including 
egg, milk, peanut, and tree nuts. The food allergens identified 
to date of major concern are summarized in Table 1, as well as 
the prepared conventional antibodies and Nbs for immuno-
assay development. Food allergens from different foods can 
be classified into the same families to exhibit similar epitopes, 
as a result contributing to the cross-reaction of detection 
methods, which potentially emphasizes the particularity of 
food allergen analysis. Researchers, including our group, have 
made tremendous efforts to prepare food allergen-specific 
Nbs, as well as to develop an Nb-based immunoassay for food 
allergen surveillance. The published literature has verified the 
successful application of alternative strategies for Nb prep-
aration, and the detection of trace allergens with established 
methods. Moreover, Nb-based food allergy immune therapy 
has also been addressed, providing newly defined therapeutic 
strategies for research and clinical application (Figure 4B).

Wheat is an important crop that can cause allergies upon 
the presence of gluten or other relevant proteins in cereals, 
crackers, bread, beverages, and other foods. Gluten is a 
complex of more than 50 types of protein, which are div-
ided into two categories: glutenins and gliadins (Chu et al., 
2012; Aquino and Conte, 2020). García-García et al. (2020) 
established an indirect ELISA using gliadin-specific Nb for the 
detection of wheat allergens in food, with a detection range 
of 0.1 to 10 μg/mL and a limit of detection of 0.12 µg/mL. 
Peanuts are a popular food resource for direct ingestion or 
supplementation in different prepared foods. Peanut allergy 
has become a major health problem worldwide, especially in 
developed countries (Burks, 2008). Ara h 1 and Ara h 3 be-
long to the Cupin superfamily and both are important peanut 
allergens in specific allergy populations (Flinterman et al., 
2008). Hu's team prepared specific Nbs against peanut Ara 
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h 1 and Ara h 3 using an unbiased immunization strategy 
and established a sandwich ELISA method. The detection 
range of Ara h 1 was between 162 ng/mL and 2200 ng/mL, 
and the detection limit was 1.95 ng/mL, which is more sen-
sitive than mAb-based detection even without normalization 
against crude protein extract (Hnasko et al., 2022; Hu et al., 
2023a). The reliability of the proposed method was evalu-
ated by adding different concentrations of the peanut allergen 
Ara h 1 to skim milk and chocolate samples to simulate food 
matrix. The structural prediction of Nb by AlphaFold2 and 
molecular docking with antigen Ara h 1 revealed the binding 
of CDR1 and CDR3 of Nb to the α-helix and β-strand of Ara 
h 1. An electrochemical immunoassay was then developed on 
a screen-printed electrode using the obtained Nb pairs, with a 
detection range between 4.5 ng/mL and 55 ng/mL and a limit 
of detection of 0.17 ng/mL, which provided 11-fold higher 
sensitivity and shorter operation time than ELISA. More im-
portantly, the captured electrode was universal to provide a 
reference for the development of Nb-based electrochemical 
detection methods against other allergens (Hu et al., 2023a). 
Chen et al. (2019) constructed a random triplet (NNK) library 

of CDR regions of camel Nb backbone and prepared Ara h 
3-specific Nbs from them, and obtained Ara h 3-Nb combined 
crystals, which provided the necessary information for under-
standing the sensitization of this important peanut allergen. 
Hu et al. (2023b) prepared Nbs against Ara h 3 by using an 
unbiased immunization strategy, and established a sandwich 
ELISA method with a detection range of 0.2–10.6 μg/mL and 
a detection limit of 53.13 ng/mL. To improve the performance 
of peanut allergen Ara h 3 detection, Yao et al. (2024) con-
structed a proportional fluorescence and colorimetric dual-
mode immunosensor using o-phenylenediamine (o-PD) as the 
peroxidase substrate, as well as boron and nitrogen co-doped 
carbon dots (B/N-CDs) sensing probe. The fluorescence signal 
of Ara h 3 had a good linear relationship between 10 ng/mL 
and 1200 ng/mL, the detection limit was 6.61 ng/mL, and 
the colorimetric detection signal was between 30 ng/mL  
and 1500 ng/mL, with detection limit of 9.79 ng/mL  
(Yao et al., 2024). In addition, Hu et al. (2021a) validated 
the applicability of the unbiased strategy in macadamias and 
lupins by retrieving specific Nbs belonging to vicilin’s Mac i 
1, providing valuable information on potential macadamia 

Figure 4. The proposed immunoassays with conventional antibodies or Nbs for food allergen analysis. (A) Various detection methods based on 
traditional antibodies have been developed for food allergen analysis including enzyme-linked immunosorbent assay (ELISA), electrochemical 
immunoassay, and fluorescence-based immunosensors. The significant drawbacks of traditional antibody-based detection is summarized including the 
significant cross-reaction of different food allergen proteins, intensive labor and cost, and batch difference during production or manipulation; (B) The 
development of Nb-based immunoassays for food allergen surveillance. Various detection methods have been established to validate the successful 
application of Nbs for the detection of trace allergens. Nb-based food allergy immune therapy has been addressed to provide newly defined therapeutic 
strategies.
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allergens, with a detection range of 0.442–2800 μg/mL and 
a limit of detection of 27.1 ng/mL. In another study, specific 
Nbs against lupine allergen of Lup an 1 were selected, and a 
sandwich ELISA was developed, providing a linear range of 
0.036–4.4 μg/mL with detection limit of 1.15 ng/mL, which is 
relatively more sensitive than mAb based immunoassay (Hu 
et al., 2021b).

Cow’s milk is considered the perfect source of protein to en-
sure the recommended daily intake due to its high protein con-

tent. However, the widespread consumption of cow’s milk can 
greatly increase the likelihood of allergic reactions in sensitive 
individuals. As reported, milk allergy affects approximately 
0.6%–2.5% of preschool children, 0.3% of adolescents, and 
0.5% of adults (He et al., 2018; Jaiswal and Worku, 2022). As 
one of the main allergens, β-lactoglobulin (BLG) has attracted 
tremendous attention from researchers for the generation of 
detection methods. Hu et al. (2022a) prepared specific Nbs 
against BLG using a precision  immunization strategy with 

Table 1. Immunoassays against food allergens

Food Allergen Traditional 
antibodies

Detection range 
and detection limit

Nanobodies Detection range and 
detection limit

Reference

Egg Ovomucoid mAb-based sELISAa 0.1–6.25 ng/mL 
and 0.041 ng/mL

– – Li et al., 2008

Ovalbumin mAb-based sELISAa 1.95–500 ng/mL 
and 0.51 ng/mL

– – Peng et al., 2012

Ovotransferrin mAb-based biosen-
sors

50–3800 ng/mL 
and 23.55 ng/mL

– – Wang et al., 2016a

Lysozyme mAb-based iELISAb 0.38–4.8 μg/mL 
and 0.264 μg/mL

Anti-lysozyme 
nanobody for enzym-
atic inhibition

– Vidal et al., 2005; 
Qiu et al., 2017

Milk α-Lactalbumin mAb-based iELISAb 10–500 ng/mL and 
0.1 ng/mL

– – Jeanson et al., 2002

β-Lactoglobulin mAb-based cELISAc 78–10 000 ng/mL 
and 114 ng/mL

Nb-based cELISAc; 
Nb-based sELISAa

39–10 000 ng/mL 
and 4.55 ng/mL

Orcajo et al., 2019; 
Hu et al., 2022a

Casein mAb-based sELISAa; 
pAb-based sELISAa

0.1–10 μg/mL and 
0.04 μg/mL

– – Zhou et al., 2013

Peanuts Ara h 1 mAb-based sELISAa – and 10 ng/mL Nb-based sELISAa;
Nb-based biosensors

4.5–55 ng/mL and 
0.86 ng/mL

Holden et al., 2005; 
Hu et al., 2023a

Ara h 2 mAb-based cELISAc – and 0.5 ng/mL – – Schmitt et al., 2004

Ara h 3 mAb-based sELISAa 382–12 676 μg/g Nb-based sELISAa 10–1200 ng/mL 
and 6.61 ng/mL

Pandey et al., 2019; 
Hu et al., 2023b

Shrimp Tropomyosin, TM mAb-based sELISAa;
pAb-based sELISAa

0.08–512 ng/mL 
and 0.64 ng/mL

Nb-based biosensors – and 0.02 μg/mL Zhang et al., 2014; 
Jiao et al., 2024

Arginine kinase, 
AK

mAb-based biosen-
sors

1–1000 ng/mL and 
0.11 ng/mL

– – Wang et al., 2021

Sarcoplasmic 
calcium binding 
protein, SCP

mAb-based biosen-
sors

– and 0.5 μg/mL – – Huang et al., 2024

Tree nuts Lupine protein 
(Lup an 1)

pAb-based sELISAa – and 1 μg/g Nb-based sELISAa 0.036–4.4 μg/mL 
and 1.15 ng/mL

Holden et al., 2005; 
Hu et al., 2021b

Macadamia 
protein

– – Nb-based sELISAa 0.442–2800 μg/mL 
and 27.1 ng/mL

Hu et al., 2021a

Soybean β-Conglycinin, 7S mAb-based sELISAa;
pAb-based sELISAa

3–100 ng/mL and 
1.63 ng/mL

– – Hei et al., 2012

Glycinin, 11S mAb-based sELISAa;
pAb-based sELISAa

3–200 ng/mL and 
1.63 ng/mL

– – Chen et al., 2014

Gly m Bd 28K pAb-based iELISAb 80–2000 ng/mL 
and –

– – Liu et al., 2013

Gly m Bd 30K pAb-based sELISAa – and 0.47 ng/mL – – Morishita et al., 2008

Fish Parvalbumin 
protein

pAb-based cELISAc 0.59–150 μg/mL 
and 0.59 μg/mL

– – Jiang and Rao, 2023

Wheat Gliadin mAb-based sELISAa 4–40 ng/mL and 
4 ng/mL

Nb-based sELISAa 0.1–10 μg/mL and 
0.12 μg/mL

García-García et al., 
2020; Holden et al., 
2005

Glutenin mAb-based cELISAc – and 25 ng/mL – – Tranquet et al., 2015

aSandwich ELISA.
bIndirect ELISA.
cCompetitive ELISA.
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the same epitope preference. A competitive ELISA (cELISA) 
was developed with a linear range from 39 to 10 000 ng/mL  
and a limit of detection (LOD) of 4.55 ng/mL, with a re-
covery of 86.30%–95.09% revealed by analysis of spiked 
samples. Meanwhile, a sandwich ELISA (sELISA) was estab-
lished with Nb and BLG polyclonal antibody (pAb-BLG), 
providing a linear range from 29.7 to 1250 ng/mL and an 
LOD of 13.82 ng/mL with a recovery of 87.82%–103.97%. 
The interaction of selected Nbs with BLG-derived peptides 
was investigated by Nb structure modeling and BLG docking. 
No binding on hydrolytic peptides was revealed, which con-
firmed the precision of Nb-mediated immunoassays (Hu 
et al., 2022a). Then, Li et al. (2024) established an sELISA 
method using BLG-specific Nb and mAb, with a detection 
range of 0.01 to 10 μg/mL and an LOD of 0.24 ng/mL,  
to accurately detect BLG in milk and food under different 
processing conditions. More importantly, the significant 
cross-reaction of BLG-specific mAb was observed by com-
parison with that of BLG-specific Nb in this study to validate 
the statement that Nb is expected to be employed as a de-
tection reagent for immunoassay development. Nanobody-
based ‘fluorescence-photothermal’ biosensors have also been 
developed for high-specificity and high-sensitivity BLG detec-
tion. In another work, two kinds of carbon dots, green and 
red, were synthesized, with Nb as the capture antibody and 
mAb as the detection antibody. Because the emission spec-
trum of the red carbon dots overlapped with the absorption 
spectrum of oxidized TMB (oxTMB), fluorescence quenching 
of the carbon dots was used to determine the fluorescence 
signal, and the detection range was 0.1 ng/mL to 0.1 μg/mL 
with a detection limit of 0.034 ng/mL. The high absorbance 
of oxTMB provided the basis for the stable output of the 
photothermal signal to provide a detection range of 0.1 ng/mL  
to 0.1 μg/mL in photothermal mode with a detection 
limit of 0.075 ng/mL. The applicability of the constructed 
immunosensor was verified in pasteurized milk, UHT milk, 
milk beverages, and green tea (Li et al., 2024). With the in-
creased occurrence of sensitization, and the emphasized focus 
on food safety, Nbs-based food allergen analysis is expected 
to be investigated extensively for the development of im-
munoassays with high sensitivity and applicability, or as al-
ternative candidate to provide detection strategies for food 
allergen surveillance.

Conclusions
Food allergy is a pathological, potentially fatal immune re-
sponse triggered by normally harmless food proteins. The 
prevalence of food allergies has raised the necessity of ana-
lytical method development to ensure the precise detection of 
trace food allergens. Nbs have attracted increasing attention 
as an alternative antibody format for the detection of food 
allergens. The unique characteristics of Nbs provide multiple 
advantages for food allergen analysis, such as high specificity, 
robust properties and ease of manipulation. The generation of 
allergen-specific Nbs undoubtedly represents another reason-
able advance in the field of food allergen analysis. Previous 
studies have reported the preparation of specific Nbs against 
food allergens, including nuts, peanuts, legumes, and milk 
proteins. Corresponding immunoassays have been established 
such as electrochemical, fluorescence, and photothermal for 
sensitive detection. Moreover, employment as recognition 

modules in conjugates facilitates the variation of Nb formats 
to be used in different research and applications, with the po-
tential to be applied as reagents for immunotherapy for food 
allergies. In general, comprehensive Nbs against the represen-
tative food allergens should be prepared to support both re-
search and industrial applications.

Author Contributions
Yi Wang: Investigation, formal analysis, methodology, 
and writing original draft. Sihao Wu: Investigation. Ang 
Li: Investigation. Huan Lv: Methodology. Xuemeng Ji: 
Methodology. Yaozhong Hu: Project administration, con-
ceptualization, formal analysis, investigation, and review and 
editing. Shuo Wang: Visualization, project administration, 
and funding acquisition.

Funding
This research was funded by the National Natural Science 
Foundation of China (No. 32272403) and the National 
Key Research and Development Program of China (No. 
2022YFF1102400).

Conflict of Interest
The authors declare that they have no known competing fi-
nancial interests or personal relationships that could have 
appeared to influence the work reported in this paper. Some 
figures were created with BioRender.com.

References
Aline Desmyter, T. R. T., Ghahroudi, M. A., Thi, M. D., et al. (1996). 

Crystal structure of a camel single-domain VH antibody fragment in 
complex with lysozyme. Nature Structural Biology, 3(9): 803–811.

Alves, R. C., Barroso, M. F., González-García, M. B., et al. (2016). New 
trends in food allergens detection: toward biosensing strategies. Crit-
ical Reviews in Food Science and Nutrition, 56(14): 2304–2319.

Aquino, A., Conte, C. A. (2020). A systematic review of food allergy: 
nanobiosensor and food allergen detection. Biosensors, 10(12): 194.

Arbabi Ghahroudi, M., Desmyter, A., Wyns, L., et al. (1997). Selection 
and identification of single domain antibody fragments from camel 
heavy-chain antibodies. FEBS Letters, 414(3): 521–526.

Arbabi-Ghahroudi, M., Tanha, J., MacKenzie, R. (2005). Prokary-
otic expression of antibodies. Cancer Metastasis Reviews, 24(4): 
501–519.

Barni, S., Liccioli, G., Sarti, L., et al. (2020). Immunoglobulin E (IgE)-
mediated food allergy in children: epidemiology, pathogenesis, 
diagnosis, prevention, and management. Medicina, 56(3): 111.

Behdani, M., Zeinali, S., Karimipour, M., et al. (2013). Development of 
VEGFR2-specific nanobody Pseudomonas exotoxin A conjugated 
to provide efficient inhibition of tumor cell growth. New Biotech-
nology, 30(2): 205–209.

Bever, C. S., Dong, J. X., Vasylieva, N., et al. (2016). VHH antibodies: 
emerging reagents for the analysis of environmental chemicals. 
Analytical and Bioanalytical Chemistry, 408(22): 5985–6002.

Bland, J. M., Lax, A. R. (2000). Isolation and characterization of a 
peanut maturity-associated protein. Journal of Agricultural and 
Food Chemistry, 48(8): 3275–3279.

Brooks, D. J., Fresco, J. R., Lesk, A. M., et al. (2002). Evolution of 
amino acid frequencies in proteins over deep time: inferred order 
of introduction of amino acids into the genetic code. Molecular 
Biology and Evolution, 19(10): 1645–1655.

D
ow

nloaded from
 https://academ

ic.oup.com
/fqs/article/doi/10.1093/fqsafe/fyae018/7636733 by N

ational Science & Technology Library user on 17 June 2024



10 Y. Wang et al.

Burks, A. W. (2008). Peanut allergy. Lancet, 371(9623): 1538–1546.
Campuzano, S., Montiel, V. R. V., Serafín, V., et al. (2020). Cutting-edge 

advances in electrochemical affinity biosensing at different mo-
lecular level of emerging food allergens and adulterants. Biosen-
sors, 10(2): 10.

Chafen, J. J. S., Newberry, S. J., Riedl, M. A., et al. (2010). Diagnosing 
and managing common food allergies: a systematic review. Journal 
of the American Medical Association, 303(18): 1848–1856.

Chen, J., Wang, J., Song, P., et al. (2014). Determination of glycinin 
in soybean and soybean products using a sandwich enzyme-linked 
immunosorbent assay. Food Chemistry, 162: 27–33.

Chen, F., Ma, H., Li, Y. L., et al. (2019). Screening of nanobody specific 
for peanut major allergen Ara h 3 by phage display. Journal of Agri-
cultural and Food Chemistry, 67(40): 11219–11229.

Chu, P. T., Lin, C. S., Chen, W. J., et al. (2012). Detection of gliadin in 
foods using a quartz crystal microbalance biosensor that incorpor-
ates gold nanoparticles. Journal of Agricultural and Food Chem-
istry, 60(26): 6483–6492.

Contreras, M. A., Serrano-Rivero, Y., González-Pose, A., et al. (2023). 
Design and construction of a synthetic nanobody library: testing its 
potential with a single selection round strategy. Molecules, 28(9): 
3708.

Cortez-Retamozo, V., Backmann, N., Senter, P. D., et al. (2004). Effi-
cient cancer therapy with a nanobody-based conjugate. Cancer Re-
search, 64(8): 2853–2857.

Debie, P., Lafont, C., Defrise, M., et al. (2020). Size and affinity kinetics 
of nanobodies influence targeting and penetration of solid tumours. 
Journal of Controlled Release, 317: 34–42.

De Genst, E., Silence, K., Decanniere, K., et al. (2006). Molecular basis 
for the preferential cleft recognition by dromedary heavy-chain 
antibodies. Proceedings of the National Academy of Sciences of the 
United States of America, 103(12): 4586–4591.

De Vos, J., Devoogdt, N., Lahoutte, T., et al. (2013). Camelid single-
domain antibody-fragment engineering for (pre)clinical molecular 
imaging applications: adjusting the bullet to its target. Expert 
Opinion on Biological Therapy, 13(8): 1149–1160.

Dumoulin, M., Conrath, K., Van Meirhaeghe, A., et al. (2002). Single-
domain antibody fragments with high conformational stability. 
Protein Science, 11(3): 500–515.

Eischeid, A. C., Stadig, S. R., Rallabhandi, P. (2021). Comparison of 
real-time PCR and ELISA for the detection of crustacean shellfish 
allergens. Food Additives & Contaminants Part A–Chemistry, Ana-
lysis, Control, Exposure & Risk Assessment, 38(4): 563–572.

Flicker, S., Zettl, I., Tillib, S. V. (2020). Nanobodies—useful tools for 
allergy treatment? Frontiers in Immunology, 11: 576255.

Flinterman, A. E., Knol, E. F., Lencer, D. A., et al. (2008). Peanut 
epitopes for IgE and IgG4 in peanut-sensitized children in relation 
to severity of peanut allergy. Journal of Allergy and Clinical Im-
munology, 121(3): 737–743.

Ford, L. S., Taylor, S. L., Pacenza, R., et al. (2010). Food allergen advisory 
labeling and product contamination with egg, milk, and peanut. The 
Journal of Allergy and Clinical Immunology, 126(2): 384–385.

Fridy, P. C., Li, Y. Y., Keegan, S., et al. (2014). A robust pipeline for rapid 
production of versatile nanobody repertoires. Nature Methods, 
11(12): 1253–1260.

García-García, A., Madrid, R., Garcia-Calvo, E., et al. (2020). Produc-
tion of a recombinant single-domain antibody for gluten detection 
in foods using the pichia pastoris expression system. Foods, 9(12): 
1838.

Govaert, J., Pellis, M., Deschacht, N., et al. (2012). Dual beneficial 
effect of interloop disulfide bond for single domain antibody 
fragments. The Journal of Biological Chemistry, 287(3): 1970–
1979.

He, T., Wang, Y., Li, P., et al. (2014). Nanobody-based enzyme im-
munoassay for aflatoxin in agro-products with high tolerance to 
cosolvent methanol. Analytical Chemistry, 86(17): 8873–8880.

He, X., Wang, S. M., Yin, Z. F., et al. (2017). Identification of a 
nanobody specific to human pulmonary surfactant protein A. Sci-
entific Reports, 7: 1412.

He, S., Li, X., Gao, J., et al. (2018). Development of a H2O2-sensitive 
quantum dots-based fluorescent sandwich ELISA for sensitive de-
tection of bovine beta-lactoglobulin by monoclonal antibody. 
Journal of the Science of Food and Agriculture, 98(2): 519–526.

Hei, W., Li, Z., Ma, X., et al. (2012). Determination of beta-conglycinin 
in soybean and soybean products using a sandwich enzyme-linked 
immunosorbent assay. Analytica Chimica Acta, 734: 62–68.

Heick, J., Fischer, M., Popping, B. (2011). First screening method for the 
simultaneous detection of seven allergens by liquid chromatography 
mass spectrometry. Journal of Chromatography A, 1218(7): 938–943.

Hnasko, R. M., Lin, A. V., McGarvey, J. A., et al. (2022). Sensitive and 
selective detection of peanut allergen Ara h 1 by ELISA and lateral 
flow immunoassay. Food Chemistry, 396: 133657.

Holden, L., Faeste, C. K., Egaas, E. (2005). Quantitative sandwich 
ELISA for the determination of lupine (Lupinus spp.) in foods. 
Journal of Agricultural and Food Chemistry, 53(15): 5866–5871.

Hu, Y. Z., Liu, C. X., Muyldermans, S. (2017). Nanobody-based de-
livery systems for diagnosis and targeted tumor therapy. Frontiers 
in Immunology, 8: 1442.

Hu, Y., Wu, S., Wang, Y., et al. (2021a). Unbiased immunization strategy 
yielding specific nanobodies against macadamia allergen of vicilin-
like protein for immunoassay development. Journal of Agricultural 
and Food Chemistry, 69(17): 5178–5188.

Hu, Y., Zhang, C., Yang, F., et al. (2021b). Selection of specific 
nanobodies against lupine allergen lup an 1 for immunoassay de-
velopment. Foods, 10(10): 2428.

Hu, Y., Wang, Y., Nie, L., et al. (2022a). Exploration of specific 
nanobodies as immunological reagents to detect milk allergen of 
beta-lactoglobulin without interference of hydrolytic peptides. 
Journal of Agricultural and Food Chemistry, 70(48): 15271–15282.

Hu, Y. Z., Wang, Y., Lin, J., et al. (2022b). Versatile application of 
nanobodies for food allergen detection and allergy immunotherapy. 
Journal of Agricultural and Food Chemistry, 70(29): 8901–8912.

Hu, Y., Lin, J., Peng, L., et al. (2023a). Nanobody-based electrochem-
ical immunoassay for sensitive detection of peanut allergen Ara h 1. 
Journal of Agricultural and Food Chemistry, 71(19): 7535–7545.

Hu, Y., Zhang, C., Lin, J., et al. (2023b). Selection of specific nanobodies 
against peanut allergen through unbiased immunization strategy 
and the developed immuno-assay. Food Science and Human Well-
ness, 12(3): 745–754.

Huang, Y., Li, R., Zhu, W., et al. (2024). Development of a fluorescent 
multiplexed lateral flow immunoassay for the simultaneous de-
tection of crustacean allergen tropomyosin, sarcoplasmic calcium 
binding protein and egg allergen ovalbumin in different matrices 
and commercial foods. Food Chemistry, 440: 138275.

Huet, H. A., Growney, J. D., Johnson, J. A., et al. (2014). Multivalent 
nanobodies targeting death receptor 5 elicit superior tumor cell 
killing through efficient caspase induction. MAbs, 6(6): 1560–1570.

Ivens, K. O., Baumert, J. L., Taylor, S. L. (2016). Commercial milk 
enzyme-linked immunosorbent assay (ELISA) kit reactivities to 
purified milk proteins and milk-derived ingredients. Journal of 
Food Science, 81(7): T1871–T1878.

Jaiswal, L., Worku, M. (2022). Recent perspective on cow’s milk allergy 
and dairy nutrition. Critical Reviews in Food Science and Nutri-
tion, 62(27): 7503–7517.

Jeanson, S., Dupont, D., Grattard, N., et al. (2002). Characterization of 
the heat reatment undergone by milk using two inhibition ELISAs 
for quantification of native and heat denatured α-lactalbumin. 
Journal of Agricultural and Food Chemistry, 47(6): 2249–2254.

Jiang, X., Rao, Q. (2023). Immunodetection of finfish residues on food 
contact surfaces. Food Chemistry, 426: 136502.

Jiao, S., Xie, X., He, Z., et al. (2024). Lateral flow 
immunochromatographic assay for competitive detection of crust-
acean allergen tropomyosin using phage-displayed shark single-
domain antibody. Journal of Agricultural and Food Chemistry, 
72(3): 1811–1821.

Jindal, V., Khoury, J., Gupta, R., et al. (2020). Current status of chimeric 
antigen receptor T-cell therapy in multiple myeloma. American 
Journal of Clinical Oncology, 43(5): 371–377.

D
ow

nloaded from
 https://academ

ic.oup.com
/fqs/article/doi/10.1093/fqsafe/fyae018/7636733 by N

ational Science & Technology Library user on 17 June 2024



Nanobody-based food allergen surveillance 11

Khodabakhsh, F., Behdani, M., Rami, A., et al. (2018). Single-domain 
antibodies or nanobodies: a class of next-generation antibodies. 
International Reviews of Immunology, 37(6): 316–322.

Kijanka, M., Warnders, F. J., El Khattabi, M., et al. (2013). Rapid op-
tical imaging of human breast tumour xenografts using anti-HER2 
VHHs site-directly conjugated to IRDye 800CW for image-guided 
surgery. European Journal of Nuclear Medicine and Molecular Im-
aging, 40(11): 1718–1729.

Kijanka, M., Dorresteijn, B., Oliveira, S., et al. (2015). Nanobody-based 
cancer therapy of solid tumors. Nanomedicine, 10(1): 161–174.

Li, C., Tang, Z. R., Hu, Z. X., et al. (2018). Natural single-domain 
antibody-nanobody: a novel concept in the antibody field. Journal 
of Biomedical Nanotechnology, 14(1): 1–19.

Li, S. J., Nie, L. Q., Wang, Y., et al. (2023). Detection of β-lactoglobulin 
under different thermal-processing conditions by immunoassay 
based on nanobody and monoclonal antibody. Food Chemistry, 
424: 136337.

Li, S. J., Nie, L. Q., Yang, L., et al. (2024). ‘Fluorescence-wavelength’ 
label-free POCT tandem with ‘fluorescence-photothermal’ 
nanobody-immunosensor for detecting BSA and β-lactoglobulin. 
Food Chemistry, 430: 137019.

Li, Y. M., Zhang, K., Song, Z. J., et al. (2008). Establishment of a highly 
sensitive sandwich enzyme-linked immunosorbent assay specific 
for ovomucoid from hen’s egg white. Journal of Agricultural and 
Food Chemistry, 56(2): 337–342.

Liu, Y. K., Huang, H. (2018). Expression of single-domain antibody 
in different systems. Applied Microbiology and Biotechnology, 
102(2): 539–551.

Liu, B., Teng, D., Wang, X., et al. (2013). Detection of the soybean al-
lergenic protein Gly m Bd 28K by an indirect enzyme-linked im-
munosorbent assay. Journal of Agricultural and Food Chemistry, 
61(4): 822–828.

Liu, X., Tang, Z., Duan, Z., et al. (2017). Nanobody-based enzyme 
immunoassay for ochratoxin A in cereal with high resistance to 
matrix interference. Talanta, 164: 154–158.

Liu, W. S., Song, H. P., Chen, Q., et al. (2018). Recent advances in the 
selection and identification of antigen-specific nanobodies. Mo-
lecular Immunology, 96: 37–47.

Liu, M. M., Li, L., Jin, D., et al. (2021). Nanobody—A versatile tool for 
cancer diagnosis and therapeutics. Wiley Interdisciplinary Reviews: 
Nanomedicine and Nanobiotechnology, 13(4): 136502.

Maass, D. R., Sepulveda, J., Pernthaner, A., et al. (2007). Alpaca (Lama 
pacos) as a convenient source of recombinant camelid heavy chain 
antibodies (VHHs). Journal of Immunological Methods, 324(1-2): 
13–25.

Massa, S., Xavier, C., De Vos, J., et al. (2014). Site-specific labeling of 
cysteine-tagged camelid single-domain antibody-fragments for use 
in molecular imaging. Bioconjugate Chemistry, 25(5): 979–988.

McGrath, T. F., Elliott, C. T., Fodey, T. L. (2012). Biosensors for the ana-
lysis of microbiological and chemical contaminants in food. Ana-
lytical and Bioanalytical Chemistry, 403(1): 75–92.

Mitchell, L. S., Colwell, L. J. (2018). Analysis of nanobody paratopes 
reveals greater diversity than classical antibodies. Protein Engin-
eering, Design & Selection, 31(7–8): 267–275.

Moradi, A., Pourseif, M. M., Jafari, B., et al. (2020). Nanobody-based 
therapeutics against colorectal cancer: precision therapies based on 
the personal mutanome profile and tumor neoantigens. Pharmaco-
logical Research, 156: 104790.

Morishita, N., Kamiya, K., Matsumoto, T., et al. (2008). Reliable 
enzyme-linked immunosorbent assay for the determination of soy-
bean proteins in processed foods. Journal of Agricultural and Food 
Chemistry, 56(16): 6818–6824.

Muyldermans, S. (2013). Nanobodies: natural single-domain anti-
bodies. Annual Review of Biochemistry, 82: 775–797.

Muyldermans, S. (2021). A guide to: generation and design of 
nanobodies. The FEBS Journal, 288(7): 2084–2102.

Muyldermans, S., Baral, T. N., Retarnozzo, V. C., et al. (2009). Camelid 
immunoglobulins and nanobody technology. Veterinary Immun-
ology and Immunopathology, 128(1–3): 178–183.

Niemi, M., Jylha, S., Laukkanen, M. L., et al. (2007). Molecular 
interactions between a recombinant IgE antibody and the beta-
lactoglobulin allergen. Structure, 15(11): 1413–1421.

Orcajo, J., Lavilla, M., Martinez-de-Maranon, I. (2019). Specific and 
sensitive ELISA for measurement of IgE-binding variations of milk 
allergen beta-lactoglobulin in processed foods. Analytica Chimica 
Acta, 1052: 163–169.

Pandey, A. K., Varshney, R. K., Sudini, H. K., et al. (2019). An improved 
enzyme-linked immunosorbent assay (ELISA) based protocol using 
seeds for detection of five major peanut allergens Ara h 1, Ara h 2, 
Ara h 3, Ara h 6, and Ara h 8. Frontiers in Nutrition, 6: 68.

Pardon, E., Laeremans, T., Triest, S., et al. (2014). A general protocol 
for the generation of nanobodies for structural biology. Nature 
Protocols, 9(3): 674–693.

Peng, J., Meng, X., Deng, X., et al. (2012). Development of a mono-
clonal antibody-based sandwich ELISA for the detection of ov-
albumin in foods. Food and Agricultural Immunology, 25(1): 1–8.

Picariello, G., Mamone, G., Addeo, F., et al. (2011). The frontiers of 
mass spectrometry-based techniques in food allergenomics. Journal 
of Chromatography A, 1218(42): 7386–7398.

Pleiner, T., Bates, M., Trakhanov, S., et al. (2015). Nanobodies: site-
specific labeling for super-resolution imaging, rapid epitope-
mapping and native protein complex isolation. eLife, 4: e11349.

Prado, M., Ortea, I., Vial, S., et al. (2016). Advanced DNA- and 
protein-based methods for the detection and investigation of food 
allergens. Critical Reviews in Food Science and Nutrition, 56(15): 
2511–2542.

Qiu, L., Feng, Y., Ma, X., et al. (2017). A camel anti-lysozyme CDR3 
only domain antibody selected from phage display VHH library 
acts as potent lysozyme inhibitor. Acta Biochimica et Biophysica 
Sinica, 49(6): 513–519.

Rashidian, M., Wang, L., Edens, J. G., et al. (2016). Enzyme-mediated 
modification of single-domain antibodies for imaging modalities 
with different characteristics. Angewandte Chemie International 
Edition, 55(2): 528–533.

Robert, B., Dorvillius, M., Buchegger, F., et al. (1999). Tumor targeting 
with newly designed biparatopic antibodies directed against two 
different epitopes of the carcinoembryonic antigen (CEA). Inter-
national Journal of Cancer, 81(2): 285–291.

Robison, R. G. (2014). Food allergy: diagnosis, management & 
emerging therapies. The Indian Journal of Medical Research, 
139(6): 805–813.

Robison, R. G., Singh, A. M. (2019). Controversies in allergy: food 
testing and dietary avoidance in atopic dermatitis. The Journal of 
Allergy and Clinical Immunology: In Practice, 7(1): 35–39.

Röder, M., Ibach, A., Baltruweit, I., et al. (2008). Pilot plant in-
vestigations on cleaning efficiencies to reduce hazelnut cross- 
contamination in industrial manufacture of cookies. Journal of 
Food Protection, 71(11): 2263–2271.

Romao, E., Morales-Yánez, F., Hu, Y. Z., et al. (2016). Identification 
of useful nanobodies by phage display of immune single domain 
libraries derived from camelid heavy chain antibodies. Current 
Pharmaceutical Design, 22(43): 6500–6518.

Roovers, R. C., van Dongen, G. A. M. S., Henegouwen, P. M. P. V. E. 
(2007). Nanobodies in therapeutic applications. Current Opinion 
in Molecular Therapeutics, 9(4): 327–335.

Salvador, J. P., Vilaplana, L., Marco, M. P. (2019). Nanobody: out-
standing features for diagnostic and therapeutic applications. Ana-
lytical and Bioanalytical Chemistry, 411(9): 1703–1713.

Schmitt, D. A., Cheng, H., Maleki, S. J., et al. (2004). Competitive 
inhibition ELISA for quantification of Ara h 1 and Ara h 2, the 
major allergens of peanuts. Journal of AOAC International, 87(6): 
1492–1497.

Sena-Torralba, A., Pallás-Tamarit, Y., Morais, S., et al. (2020). Recent 
advances and challenges in food-borne allergen detection. TRAC 
Trends in Analytical Chemistry, 132: 116050.

Sharma, S., Byrne, H., O’Kennedy, R. J. (2016). Antibodies and 
antibody-derived analytical biosensors. Essays in Biochemistry, 
60(1): 9–18.

D
ow

nloaded from
 https://academ

ic.oup.com
/fqs/article/doi/10.1093/fqsafe/fyae018/7636733 by N

ational Science & Technology Library user on 17 June 2024



12 Y. Wang et al.

Sin, M. L. Y., Mach, K. E., Wong, P. K., et al. (2014). Advances and chal-
lenges in biosensor-based diagnosis of infectious diseases. Expert 
Review of Molecular Diagnostics, 14(2): 225–244.

Siontorou, C. G. (2013). Nanobodies as novel agents for disease diag-
nosis and therapy. International Journal of Nanomedicine, 8: 
4215–4227.

Sockolosky, J. T., Dougan, M., Ingram, J. R., et al. (2016). Durable 
antitumor responses to CD47 blockade require adaptive immune 
stimulation. Proceedings of the National Academy of Sciences of 
the United States of America, 113(19): E2646–E2654.

Steeland, S., Vandenbroucke, R. E., Libert, C. (2016). Nanobodies as 
therapeutics: big opportunities for small antibodies. Drug Dis-
covery Today, 21(7): 1076–1113.

Stephanopoulos, N., Francis, M. B. (2011). Choosing an effective 
protein bioconjugation strategy. Nature Chemical Biology, 7(12): 
876–884.

Stone, K. D., Prussin, C., Metcalfe, D. D. (2010). IgE, mast cells, baso-
phils, and eosinophils. The Journal of Allergy and Clinical Immun-
ology, 125(Suppl 2): S73–S80.

Su, M. N., Venkatachalam, M., Liu, C. Q., et al. (2013). A murine 
monoclonal antibody based enzyme-linked immunosorbent assay 
for almond (Prunus dulcis L.) detection. Journal of Agricultural 
and Food Chemistry, 61(45): 10823–10833.

Su, Q. L., Shi, W., Huang, X. N., et al. (2022). Screening, expression, 
and identification of nanobody against SARS-CoV-2 spike protein. 
Cells, 11(21): 3355.

Sun, S. Y., Ding, Z. Q., Yang, X. M., et al. (2021). Nanobody: a small 
antibody with big implications for tumor therapeutic strategy. 
International Journal of Nanomedicine, 16: 2337–2356.

Taylor, S. L., Hefle, S. L. (2006). Food allergen labeling in the USA 
and Europe. Current Opinion in Allergy and Clinical Immunology, 
6(3): 186–190.

Tranquet, O., Lupi, R., Echasserieau-Laporte, V., et al. (2015). Charac-
terization of antibodies and development of an indirect competitive 
immunoassay for detection of deamidated gluten. Journal of Agri-
cultural and Food Chemistry, 63(22): 5403–5409.

Tsakali, E., Chatzilazarou, A., Houhoula, D., et al. (2019). A rapid 
HPLC method for the determination of lactoferrin in milk of 
various species. The Journal of Dairy Research, 86(2): 238–241.

Uchanski, T., Pardon, E., Steyaert, J. (2020). Nanobodies to study 
protein conformational states. Current Opinion in Structural 
Biology, 60: 117–123.

Vidal, M., Gautron, J., Nys, Y. (2005). Development of an ELISA for 
quantifying lysozyme in hen egg white. Journal of Agricultural and 
Food Chemistry, 53(7): 2379–2385.

Vincke, C., Loris, R., Saerens, D., et al. (2009). General strategy to hu-
manize a camelid single-domain antibody and identification of a 

universal humanized nanobody scaffold. The Journal of Biological 
Chemistry, 284(5): 3273–3284.

Vu, K. B., Ghahroudi, M. A., Wyns, L., et al. (1997). Comparison of 
llama VH sequences from conventional and heavy chain anti-
bodies. Molecular Immunology, 34(16-17): 1121–1131.

Wang, W., Han, J. X., Wu, Y. J., et al. (2011). Simultaneous detection of 
eight food allergens using optical thin-film biosensor chips. Journal 
of Agricultural and Food Chemistry, 59(13): 6889–6894.

Wang, Q., Jin, Y., Fu, X., et al. (2016a). A ‘turn-on-off-on’ fluorescence 
switch based on quantum dots and gold nanoparticles for discrim-
inative detection of ovotransferrin. Talanta, 150: 407–414.

Wang, Y. Z., Fan, Z., Shao, L., et al. (2016b). Nanobody-derived 
nanobiotechnology tool kits for diverse biomedical and biotech-
nology applications. International Journal of Nanomedicine, 11: 
3287–3302.

Wang, J., Mukhtar, H., Ma, L., et al. (2018). VHH antibodies: reagents 
for mycotoxin detection in food products. Sensors, 18(2): 485.

Wang, Y., Ma, J., Li, H., et al. (2021). A sensitive immunosensor based 
on FRET between gold nanoparticles and InP/ZnS quantum dots 
for arginine kinase detection. Food Chemistry, 354: 129536.

Wang, F., Yang, Y. Y., Wan, D. B., et al. (2022). Nanobodies for accurate 
recognition of iso-tenuazonic acid and development of sensitive im-
munoassay for contaminant detection in foods. Food Control, 136: 
108835.

Weiss, S., Smith, D. (2023). Open sesame: shedding light on an emerging 
global allergen. Annals of Allergy, Asthma & Immunology, 130(1): 
40–45.

Wu, X. L., Li, Y., Liu, B., et al. (2016). Two-site antibody 
immunoanalytical detection of food allergens by surface plasmon 
resonance. Food Analytical Methods, 9(3): 582–588.

Wu, J., Liu, Y., Peng, L. J., et al. (2023). A plasmonic fluor-lightened 
microneedle array enables ultrasensitive multitarget whole blood 
diagnosis of anemia in a paper origami-based device. Small, 19(26): 
e2300464.

Yao, C. X., Hu, Y. Z., Liu, Q. S. J., et al. (2024). Nanobody mediated 
dual-mode immunoassay for detection of peanut allergen Ara h. 
Food Chemistry, 3: 436.

Yu, W., Freeland, D. M. H., Nadeau, K. C. (2016). Food allergy: im-
mune mechanisms, diagnosis and immunotherapy. Nature Reviews 
Immunology, 16(12): 751–765.

Zhang, H., Lu, Y., Ushio, H., et al. (2014). Development of sandwich 
ELISA for detection and quantification of invertebrate major al-
lergen tropomyosin by a monoclonal antibody. Food Chemistry, 
150: 151–157.

Zhou, Y., Song, F., Li, Y. S., et al. (2013). Double-antibody based im-
munoassay for the detection of beta-casein in bovine milk samples. 
Food Chemistry, 141(1): 167–173.

D
ow

nloaded from
 https://academ

ic.oup.com
/fqs/article/doi/10.1093/fqsafe/fyae018/7636733 by N

ational Science & Technology Library user on 17 June 2024


	Nanobody-based food allergen surveillance: current status and prospects
	Introduction
	The Biochemical Properties of Nbs
	Beneficial Properties of Nbs for Food Allergen Surveillance
	Selection Strategies for Specific Nbs Against Food Allergens
	Nb-Based Immunoassays for Food Allergen Surveillance
	Conclusions
	References


